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Supplemental Figure 1. Independent clustering of canine glioma tumaers based on enrichment for tamaer intrinsic or
immune related mBNA transcriptional pathways. All samples were analyzed using the advanced analysis madule n
nSalver (Nanastning Technologiesy with patient glioma samples {n = 25; 19 pre-MO52 treatment biopsies and 6 non-clinical
trial astrocytomas, A 1-6) normalized to adjacent nommal contrals {n = 21 Samples were clustered mte 4 groups: (1) Groap 1 in

#3 15 enriched in the autophagy pathway, (i) Group 2 (n = 8 is ennched for cell cvele, proliferation, DNA damage repair,
epigenctic regulation, and Moteh signaling pathways, (i) Group 3 (n = 6) displays enrichment for pathways in Group 2 and
pathways associated with immune responses, and (1v) Group 4 (n = 5) displays greater level of enrichment for immune
pathways.
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